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Abstract 
Plants that are exposed to biotic and abiotic stresses could be   affected adversely. Also, their sessile nature had forced them to develop mechanisms to cope with environmental impacts including production of significant macromolecules such as heat shock proteins (HSP). Heat shock proteins (HSP) play a major role in the mechanism of response under stress conditions. The most populous member of heat shock protein family in plants is the small HSPs. Small heat shock proteins (sHSP) play a central role in protein homeostasis under conditions of stress by binding partly unfolded, aggregate proteins and keeping them soluble.  Small heat shock proteins (sHsp) comprise the most widespread but also the most poorly conserved family of molecular chaperones. sHsp are found in most organisms where they are induced upon stress and are involved in protecting cells from various unfavorable conditions In the light of these information, in this study we planned to identify small HSPs in common bean (Phaseolus vulgaris L.) with bioinformatic methods. For this purpose, proteome information of 15 different plant species were compared with common bean proteomes. Gene structures, chromosomal distributions and functional structures of the small HSPs were determined. Possible conserved motifs and gene duplications in gene constructs are shown. A phylogenetic tree of common bean small HSP proteins is formed. 
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