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Escherichia coli is found regularly in the normal human gut microbiota, but in some cases this bacterium species can cause intestinal infections and diarrhea. In  treatments against infections, many antibiotics, when used improperly, can act in the selection of bacteria resistant to them. Therefore, the aim of this research was to characterize the E. coli sensitivity / resistance phenotype against seven antibiotics currently used in medicine. Three healthy individuals, born in the city of Manaus-AM-Brazil, that did not use any antibiotics for the last six months were chosen for the collection of fecal samples. The bacteria were isolated directly from the subjects' feces. A molecular analysis was carried out to confirm E. coli identity by sequencing the V1-V2 region of the 16S rRNA gene and comparing with NCBI database using BLAST tool. Then, an antibiogram was performed using the antibiotics Ampicillin (10 μg), Penicillin G (10 μg), Ciprofloxacin (5 μg), Cephalexin (30 μg), Kanamycin (10 μg), Gentamycin (10 μg) and Tetracycline (30 μg). As results, all colonies were confirmed as E. coli, since they had a nucleotide identity of 99% to 100% (E-value 7e-156). In the antibiogram, a sensitivity profile was found for six of the seven antibiotics tested. The tested bacteria had a different phenotypic profile (intermediate and resistance profile) only for Ampicillin. Having information about the antibiotic resistance profile of bacteria in our gastrointestinal tract can help us with prescriptions made with antibiograms and, in future treatment cases, to avoid selecting the most resistant bacteria. We hope that this work can serve as a starting point for future studies to investigate the resistance profile of bacteria from human  gut microbiota. 
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