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Introduction. Genome-wide association studies have identified many loci associated to autoimmune diseases (AD). As the roles of particular genes are unknown, we performed global analysis of gene expression by immunocompetent cells. 
Materials and methods. Whole genome mRNA expression profiles of healthy (C57BL/6-J and Balb/c-J), and autoimmune (MRLlpr/lpr) mice were obtained by means of Affymetrix Chip Mouse 430 2. Normalized data were examined by RMA and differentially-expressed genes (DEG) were identified by limma (FDR<0.001, foldchange >3), and analyzed by David, GSEA or WebGestalt bioinformatic softwares, with changes defined by Gene Ontology (GO), Reactome and Kegg (Bonferroni-corrected).
Results. WebGestalt: GO>100 significant processes: 1) immune system process (133 DEG, FDR=0); 3) immune response (91 DEG, FDR=0); 4) inflammatory response (55 DEG, FDR=5.56E-11); 5) regulation of immune system process (76 DEG, FDR=3.19E-10). Reactome 8 processes: 1) neutrophil degranulation (39 DEG, FDR=1.34E-3); 2) immune system (82 DEG, FDR=4.72E-2); 3) innate immune system (62 DEG, FDR=4.72E-3); etc. Kegg 3 pathways: 2) Complement and coagulation cascades (12 DEG, FDR=1.15E-2), 3) Cytokine-cytokine receptor interaction (21 DEG, FDR=3.05E-2).
GSEA: GO=295 processes, mostly non-immune; Reactome=37 processes, Kegg=25 pathways (cytokine-cytokine receptor interaction, autoimmune thyroid disease, T cell receptor signaling pathway, etc). Augmented DEG common to all grouping methods were: IFNG, TNFRSF9, C3AR1, C5AR1, CFI, plus chemokines, MAP kinases, etc. 
Finally, David: 41 GO processes (defense response, immune response, etc.), one by Reactome and none by Kegg 
Conclusions. We confirm some already known pathways and identify new, potentially interesting, processes related to autoimmunity.
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