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Background: Colorectal cancer (CRC) is the third most common form of cancer. recent studies has highlighted the enormous scientific interest on the correlation between the gut microbiota and colon cancer.
Materials and Methods : In this study we investigated the amounts of Bifidobacterium composition of a total of 50 adult subjects (25 patients with colon cancer and 25 healthy volunteers)  compared with healthy volunteers in faecal samples. The amounts of Bifidobacterium composition was assessed by quantitative real-time polymerase chain reaction (qPCR) method using bacterial 16S rRNA gene. The quantities of Bifidobacterium were different among patients with colon cancer and healthy volunteers.
Results: The  quantities of  Bifidobacterium  was lower  in the patients with colon cancer than healthy people (P value < 0.001)
Conclusion: The results showed that colorectal carcinoma could also be a cause of decrease in the population of intestinal Bifidobacterium. On the other hand, it can be concluded that decreasing the population of Bifidobacterium  in the intestine can be one of the many causes of the spread of colorectal cancer in the body of patients.
