Investigation the expression of virulence genes (ctxA-hlyA) in  clinical strain V.cholerae   biotype  Eltore  and classic standard strain ATCC14035   in culture media and in Caco2 cell line interaction
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Background: this study has compared the expression of main genes involve in cholera disease  between Caco2 cells interaction with bacteria and BHI broth medium.
Materials and methods: In this study we investigated mRNA expression of ctxA and hlyA genes in 4 samples (classic ATCC14035 biotype and clinical strain El tor biotype of V.cholerae   in equally conditions i.e. with Caco2 interaction and in BHI broth medium) mRNA expression of ctxA and hlyA genes was assessed by real-time PCR method gene. mRNA concenteration of related genes were different amoung bacteria with Caco2 cells and bacteria in broth medium.
[bookmark: _GoBack]Result: Two selected virulence genes  have different transcription  in different conditions. this first data indicated that the two strains of V.cholerae especially medical strain biotype Eltore has variable virulence gen transcription in contact with eyoukariotic cancerous cell lines.
Conclusion: This findings may be valuable for understand the relation of adenoucarcinoma colorectal with severity of cholera. More studies need to focus on factors of this cell line that is involved in the gene expression of bacteria and hence the severity of disease can be measured especially in cancerous cells.



