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Abstract

Chikungunya virus (CHIKV) an arthropod-borne alphavirus is responsible for the emerging disease such as chikungunya fever. Chikungunya symptoms include fever, joint pain, nausea, muscle pain, and rash. Arthralgia is a major symptom of this disease. Some patients recover early while others suffer for a very long time. There is an urgent need to understand the epidemiology, factor of pathogenesis and serious consideration must be given to identifying potential options for vaccines and therapeutics. To find out conserved B cell and T cell epitopes of CHIKV structural proteins through immuno-informatics and computational approaches, which may play an important role in evoking the immune responses against CHIKV to the discovery of various epitopes, conserved among various strains belonging to different countries. The potential antigenic epitopes can be successfully utilized in designing novel vaccines for combating and eradication of CHIKV disease. CHIKV, nonstructural proteins are major responsible for the replication of disease. It has the helicase, protease, and RNA dependent RNA polymerase activity. For virtual screening of the compound library against non-structural proteins of CHIKV were performed. Homology models of the viral proteins with unknown structures were created and energy minimized by molecular dynamics simulations. Molecular docking was performed to identify the potential inhibitors for CHIKV. The absorption, distribution, metabolism, and excretion (ADME) toxicity parameters for the potential inhibitors were predicted for further prioritization of the compounds. The potential compounds or epitopes identifying show promise as potential antivirals or vaccine, but further in vivo studies are required to test their efficacy against CHIKV.  
Keywords: Chikungunya virus, Diagnostic, Epitopes, Mutation, Disease severity  
Biography: 

I am working as a postdoctoral fellow at University of California, Irvine CA. My Phd dissertation was completed from the Department of Biotechnology, School of Chemical and Life Sciences, Jamia Hamdard University, India. I completed the M.PHIL from Jamia Millia Islamia University, India. Currently, I have published and communicated many articles in peer review journals and participate as a speaker in the National and International Conferences. Since 2011, I have engaged in virology and medical research. 

Presenting author details 
Full name:                             Md. Naushad Khan
Contact number:                  +918750601356
Twitter account:
Linked In account:                 naushadkhan786.2008@rediff.com

Session name/number:           Applied Microbiology
Category:                                  (Oral presentation

