Hepatitis B virus genotypes in patients with liver cirrhosis and hepatocellular carcinoma

Background: 
Hepatitis B virus is a hepatotropic virus, clustered in 10 genotypes which play a major role in the outcome and long term outcome of HBV infection such as liver cirrhosis and hepatocellular carcinoma (HCC). 
Objectives:
The aim of this study is to determine the frequency of different genotypes of HBV among Sudanese patients with liver cirrhosis and HCC.
Methods:
Thirty five patients were included in this study, of them 28 were diagnosed with liver cirrhosis, 4 with HCC, and 3 were in active carrier. Blood serum samples were collected and DNA extracted from sera by using commercial DNA extraction kits, HBV S gene was amplified using primer based PCR. Obtained DNA amplified with 6 genotypes using multiplex PCR. Then, the genotypes present in the sample identified.
Results: 
Of the 35 patients enrolled in this study. HBV genotype D was detected in 35.7% of the patients with liver cirrhosis. But in patients with HCC the genotype A was detected in 50% of patients, two patients diagnosed as liver cirrhosis of unknown cause discovered to be HBV positive and genotypes identified. 
Conclusion: 
In our study, HBV genotype D associated eAg negative is more common in patients with liver cirrhosis; more over genotype A is predominant in patients with HCC. More studies needed in this area.

