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Abstract 

   
Clostridium perfringens (C. perfringens) is widely hosted in broiler chickens and responsible for clinical and subclinical enteritis, especially for necrotic enteritis (NE). In this study, in order to reveal the genetic diversity of epidemic C. perfringens in China and Pakistan broiler chicken, the toxinotypes and pulsotypes of 79 isolates of C. perfringens collected from healthy and clinically sick chicken hosted at different geographical regions of China and Pakistan were analyzed by polymerase chain reaction (PCR) and pulsed-field gel electrophoresis (PFGE). Toxinotyping results revealed that all the isolates (n=50) from China were type A (α-toxin positive) while 23 and 6 isolates (n=29) from Pakistan were type A (α-toxin positive) and type G (α-toxin, NetB positive), respectively. Clustering analysis further showed different pulsotypes originating from China and Pakistan and isolates were subtyped by SmaI. PFGE discriminated 79 isolates into 45 different PFGE patterns (pulsotypes). The results of this study may serve as foundation data about circulating pulsotypes of C. perfringens in selected provinces of China and Pakistan in poultry birds.

Keywords: Clostridium perfringens; broiler chicken; toxinotyping; pulsotype; PFGE


[image: ]        I am Muhammad Umar Zafar Khan working on anaerobic bacteria with special interest of Clostridium perfirngens Microbial systematics. Phylogenomic. Comparative and functional (meta)genomics., application. Evolutionary biology and functional role of anaerobic bacteria. Management of animal -microbe system for sustainable gut health of poultry and livestock.
      




Recent Publicatrions 
Muhammad Umar Zafar Khan, Baohong Liu, Shunli Yang, Yanhua Wang, Xiao Xu, Jianping Cai*.Molecular characterization of genetic diversity of Clostridium perfringens by PFGE typing of broiler chicken from China and Pakistan. (Submitted 3.4 IF)
Muhammad Umar Zafar Khan, Shunli Yang, Yanhua Wang, Xiao Xu, and Jianping Cai* Biological Arsenals: Pore-forming toxins (PFTs) with special interests on Clostridium perfringens toxins inducing host cell death  (Review article under Review 3.8.IF)
[bookmark: _GoBack]Muhammad Umar Zafar Khan, Shunli Yang, Xiao Xu, and Jianping Cai* First Evidence of Molecular & Phylogenetic linkage of Clostridium perfringens type D virulence and association between beta-2 and etx toxin in buffalo of Punjab province Pakistan (Submitted 4.1 IF)

image1.jpeg




