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ABSTRACT
[bookmark: _GoBack]Using a “a plant breeder’s phenotyping “eye” the practice has and still sustains the art and science of plant breeding.   Breeders over time have used phenotyping to assemble observable (displayed) traits for characterization/screening of unknown germplasm to determine genetic diversity from which to  select a phenome (a unit of collection of such traits of promise) for use in either classical and/or molecular breeding.  In fact, classical breeding has significantly benefitted from phenomic grouping of germplasm for selection of parents for interbreeding to produce new cultivars with desirable traits.  Classical breeding, however, needs a long period and several generations to select and evaluate useful genotypes.  Nowadays molecular plant breeding is on board with two major approaches (namely: marker-assisted selection (MAS) and subsequently genetic transformation) as a means to rapidly drive crop improvement programmes to product targets through the approach of genotyping-by-sequencing (GBS).  The latter offers an ultimate MAS tool to accelerate plant breeding. Our thesis is that phenomic-cum-genomic characterization/screening can be approached in two ways; one on an instrument based element phenotyping.  This in turn can be coupled with the instrument based genotyping as indirect means that can lead to the prediction of trait values to identify elite genotype groups (phenomes) for higher mineral micronutrient density breeding.
Thus, element variation phenotyping through the XRF sensing technique associated with mineral micronutrient traits to fulfill in part the hidden hunger challenge needs morphing it into the Next Generation Sequencing (NGS) phase.  In the present paper, the technique is proposed as a hidden hunger mitigation ionome-genome strategy that might prove to be practical in contribute to prebreeding for higher cultivar mineral micronutrient.  As a proposal the conceptual framework in Figure 1 illustrates some underlying principle, practice, objective(s) and the expected outcomes on a model basis.
[image: ]
Figure 1: A proposed two-step strategy combination for a potential mineral micronutrient cultivar enrichment.
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