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Abstract

Culturable bacterial biodiversity from the citrus associated weeds collected from Sargodha, and Lahore Pakistan orchards was assessed.  Fourteen different weeds plants were used for the isolation of bacteria in nutrient agar media. These isolated bacteria were further characterized by morphological, biochemical and molecular techniques. Twenty two endophytic bacterial species or operational taxonomic units and eleven different genera of bacteria were characterized from the midrib of the weed leaf samples by 16S rDNA amplification, sequencing and phylogenetic analysis. RDP base classification showed that class Bacilli has highest percentage of isolates while class Beta proteobacteria, and Gamma proteobacteria has less percentage. According to results most predominantly genera were belongs to phylum Firmicutes contains genus (Bacillus, 21.73%; Enterococcus, 8.69%; Staphylococcus, 13.04%; Lysinibacillus, Brevibacterium, Paenibacillus, 4.34%) respectively. Similarly phylum Proteobacteria comprises of (Pantoea, 4.34%%; Pseudoacidovorax, 4.34%; Escherichia, 4.34%; Enterobacter, 4.34%; and Pseudomonas, 8.69 %). No such kind of study has been reported from Pakistan before so its first report of entophytic bacterial diversity from the surrounding weeds of citrus orchards.
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