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Abstract

Agrobacterium mediated transformation was performed to introduce fungal resistant gene into
the immature embryos of corn. For transformation, barley chitinase Il gene of 690bp was
transformed into the plant by using the pPCAMBIA 1301 vector under control of ubiquitin
promoter. Embryos were grown over the induction and then regeneration media. Presence of
gene was confirmed in the regenerated transgenic maize plants through PCR by amplification. A
sharp band of 690bp was observed in maize transgenic plants. Further, for the confirmation of
stable gene integration in positive transgenic plants Dot blot analysis was performed, which
showed the presence of band on the membrane. Maize line CEMB-44 showed transformation
efficiency up to 1.7%. Histochemical GUS assay and fungal inhibition assay were also carried
out. Transgenic crude protein extracted from CEMB-44 transgenic plants showed 49% of fungal
inhibition percentage. Transgenic maize plant was selected for the evaluation of whole plant
resistance to Fusarium verticilliodes along with non-transgenic plant, through in-vitro anti-
fungal bioassay. After 2 weeks, control plant turned brown and dried but CEMB-44 transgenic
plant remains green. From the results, it was concluded that barley chitinase 1l gene when
transformed in maize, developed resistance against ear rot disease of corn.
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(A) Embryos collected from the maize kernel (B) Embryos are grown over the growth induction
media (C-D) Shows growth of embryos on plates containing MS media Growth of transformed
maize plants in (E) Test-tubes, (F) Jars and (G-1) Pots
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