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Karnal bunt (KB) disease in wheat is caused by the fungus Tilletia indica (Syn. Neovossia indica). It is a hindrance to the grain industry, owing not to drastic yield loss but for the quarantine regulations that restrict free movement of the affected grain in the international trade. Several sources of resistance to KB have been reported. Understanding the genetics of resistance will facilitate the introgression of resistance into new wheat cultivars. Also, identification of PCR-based markers linked to KB resistance offers the prospect of using marker-assisted selection schemes in developing resistant wheat cultivars. In this study, initially recombinant inbred line (RIL) populations were derived from crosses of the susceptible cultivars HD 2009 and WL 711 with resistant parents HD 29 and HD 30. F4 and F5 populations evaluated for resistance against the KB pathogen was carried out under artificial epiphytotic conditions in the green house. The purpose of present study is to exploit the advantage of simple sequence repeat (SSR) primers to identify DNA markers closely linked to KB resistance gene(s) in bread wheat. Four SSR primers such as Xgwm88-6B, Xgwm337-1D, Xgwm637- 4A and Xgwm538-4B specific for KB resistance gene were utilized for screening various crossing population of wheat taken  from  three crosses viz., HD 30 x WL 711, HD 30x HD 2009 and HD 29x HD 2009. Each primer showed one resolvable bands. Primers Xgwm88-6B, Xgwm637-4A and Xgwm538-4B gave rise to single band of 350bp, 180bp and 150bp, respectively. Two alleles were amplified by the fourth primer Xgwm337-1D by giving rise to two amplicons of 50bp and 200bp size. The study demonstrated the efficiency of SSR technology and confirmed the existence of KB resistance gene in the newly developed RIL populations of bread wheat.
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