IDENTIFICATION OF QTLS FOR GERMINATION ATTRIBUTES UNDER SALT STRESS IN WHEAT

1Nazima Batool, 1Noshin Ilyas 2Armghan Shahzad, 1Muhammad Arshad and 3Fayyaz-Ul-Hassan

1Depertment of Botany, Pir Mehr Ali Shah Arid Agriculture University, Rawalpindi, Pakistan.

2National Institute for Genomics and Advanced Biotechnology, (NARC), Islamabad, Pakistan.

3Depertment of Agronomy, Pir Mehr Ali Shah Arid Agriculture University, Rawalpindi, Pakistan.

nazimabatool@gmail.com 923062263354; Shamsa Abad, Department of Botany, Pir Mehr Ali Shah Arid Agriculture University, Rawalpindi. 46000. Pakistan.

Abstract. Identification of genetic factors responsible for controlling germination traits under salt stress condition will be enable the development of salt tolerant cultivars. Here we identify quantative trait loci (QTL) related to germination traits using RILs (F7) derived from a cross between Pasban90 (salt tolerant) and Frontana (salt susceptible) wheat cultivars. Composite interval mapping (CIM) was used for QTL analysis of germination percentage, germination index, seedling vigor index, root length, shoot length, fresh weight and dry weight. This analysis resulted in the identification of 26 QTLs under salt stress and 18 QTLs under healthy control conditions. Seven major QTLs (QFW.6A, QDW.6A, QRL.6A, QFW.3B, QFW.6B, QRL.6D and QSL.6D) were mapped on chromosome 6A, 3B, 6B and 6D in control treatment and 11 main QTLs were detected following salt stress. QTL for root length, shoot length and fresh weight on 3D shared location in xgdm8-xgwm314.Shoot length and root length QTL detected in interval xcfd13-xgwm132 on 6D. The result of this study revealed that QTL identified for germination attributes has desirable role in germination performance. 
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