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Abstract
Barley yellow dwarf virus(BYDV) is one of the most important viral diseases of cereal crops worldwide. BYDV is caused by virus species belongs to the Luteoviridae family. Virus isolates obtained from oat (Avena sativa L.) and barley (Hordeum vulgare L.) collected between 2015 and 2016 from winter cereal crop regions in southern part of Korea. Virus was screened by One-step multiplex reverse transcription-polymerase chain reaction for the simultaneous detection of three barley viruses. The nucleotide sequence of the genomic RNA of BYDV Korean isolates, PAV serotype was determined 5,709 nucleotide. 
The genetic diversity of BYDV isolates was studied by analysing ORF1(P1) and ORF3(CP)of 5 and 4 isolates respectively. Sequence analysis revealed that the P1 and CP sequences of BYDV Korea isolates in size, 1,023 nt and 600 nt, respectively. Full-length genomes of P1 and CP were identified as BYDV-PAV (CP: 97.3~100% of identity, P1: 93.7~99.1% of identity). These results support the prevalence of BYDV-PAV in Korea. This is the first report of genetic diversity study on BYDV in Korea.
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Figure 1. Phylogenetic trees generated from the DNA nucleotide sequences
of the P1 protein(a) and CP(b) gene. Data for new sequences are in
underlined (6 isolates). Sequences of the 6 isolates from winter cereal crop
regions were analyzed. A phylogenetic tree was generated with DNASTAR
program using the neighbor-joining methods
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