Assesment of genetic diversity and population structure of safflower ( Carthamus tinctorius L) germplasm using morphological and physiological traits
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[bookmark: _GoBack]Safflower (CarthamustinctoriusL.) is mainly grown as oilseed crop in the arid and semiarid regions of the world as asource of high qualityvegetable oil. The genetic diversity of 248 safflower genotypes originated from different geographical regions of Iran and some with exotic origin were evaluated. Different morphological traits including the contents of oil, days to initial flowering, days to flowering, days tomaturity, plant height, branches per plant, capitula per plant, seeds per capitulum, 1,000-seed weight (TKW), seed yield per plant, seed yield, and reaction to powdery mildew were evaluated in this study. The present study was aimed at estimating genetic variation of 248 genotypes. They were evaluated in an Augment design with six Block under two field conditions moisture. Analysis of variance showed significantvariation in genotypes for the seed quality-related traits. Cluster analysis based on either biochemical, agromorphological and morphological traits classified the genotypes into four groups, showing some similarities between morphological and biochemical for evaluated genotypes. A logical similarity between the genotype clusters based onmorphological data with their geographical origins was observed.


