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ABSTRACT

The enzyme Galactofuranosyltransferase | (GIfT 1), initiates the elongation of the galactan chain of the mycolyl-arabinogalactan peptidoglycan (mAGP) complex of the mycobacterial cell
wall. mAGP is essential for the microorganism’s viability and its galactan chain backbone is comprised of alternating 5- and 6- linked B-D-galactofuranose (Galf) units that are not found in
humans and, thus, enzymes (e.g. GIfT |) involved in its biosynthesis might serve as putative therapeutic targets in diseases such as tuberculosis. Several potential inhibitors resembling the
polysaccharide glycan were synthesized and tested against GIfT I.

INTRODUCTION

The mycobacterial cell wall is an important component of the
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*Kinetic analysis and MS analysis of the reaction products of
probe | confirmed that it is a substrate of GIfT .

*Results showed that the absence of the pyrophosphate group
and GlcNAc moiety can be utilized by GIfT .
*Substrate-inhibitors were designed based on the data
acquired.

Figure 2. Galactofuranosyltransferase system pathway
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Figure 3. Representative MALDI-TOF mass spectrum obtained from
reaction mixture of Probe |, UDP-Galf and GIfT 1.
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*The remaining target compounds (4&5) will be synthesized
and tested as inhibitors of GIfTI.
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