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The main goal is connected with suppression of the cellular penetration and/or 
replication of SARS-CoV-2/COVID-19, as well as with generation of adequate anti-
virus immune reaction, both in vitro and in vivo. For this goal, molecular vaccines 
against other virus protein(s), as for instance, against gene, coding virus membrane 
(M) protein or against virus gene, coding viral envelope (E) protein, but also specific 
siRNAs against the virus gene, coding viral Spike (S) protein, should be developed 
and tested. Both siRNAs and molecular vaccines should be constructed and applied 
by ways, by which maximal safety for the cell and the organism to be achieved. So, in 
vitro-incubated cells should be inoculated with viral strain with RNA-genome (if is 
possible, belonging to Coronaviridae family), which should then be treated with 
appropriate siRNAs against the virus gene, coding viral S protein, necessary about 
viral penetration in the cell. Molecular vaccines against other virus protein(s) should 
also be designed. Subsequent evaluation on the in vivo-influence of the tested 
siRNAs against virus S protein and molecular vaccines against other viral protein(s) 
on appropriate experimental animals, both non-infected and previously infected with 
the same RNA-viral strain, should be performed. After performance of all steps, 
evaluation on the in vivo-influence of the tested siRNAs against virus S protein and 
molecular vaccines against other viral protein(s) on appropriate immunodeficiency 
rodents as NOD or SCID mice, among which should also be available sub-groups, 
previously infected with the same RNA-virus strain. 
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