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Abstract (300 word limit)
The aims of this study were to assess the antimicrobial susceptibility of genital mycoplasmas (Ureaplasma spp. and Mycoplasma hominis) and to investigate the phylodistribution of resistant strains. 
This study included 101 molecularly typed Ureaplasma spp. and 59 M. hominis (30 expanded sequence types, eSTs) clinical strains isolated in the time period 2000-2017. The antimicrobial susceptibility was tested against nine antibacterial agents using the broth microdilution method. Neighbor-joining and minimum spanning trees (NJT and MST, respectively) were reconstructed to establish the phylogenetic relationships among isolates.  
 M. hominis isolates were uniformly resistant to azithromycin and erythromycin. Resistance to tetracycline was observed among 37.28% of these isolates. Interestingly, the MST showed that tetracycline resistance was associated with eST3, eST6, eST14, eST17, eST20, eST21, eST23, eST24, eST25, and eST26. Ureaplasma spp. isolates were uniformly resistant to ciprofloxacin and erythromycin. Ofloxacin and levofloxacin resistance was found in 73.27% and 17.82% of Ureaplasma spp. isolates, respectively, while 37.62% of isolates were resistant to tetracycline. Consequently, we detected an elevated multidrug resistance (MDR) rate among Ureaplasma spp. strains (37.62%). The NJT revealed that the majority of serovars 2, 5, 8, 9 (77.77%) were MDR, followed by serovars 4, 10, 12, 13 (52.63%) and serovar 3 (48.57%). However, 15.79% of serovar 1 and only one isolate of serovar 6 were MDR.
Collectively our data lend support to a clonal expansion of antibiotic resistance. This is likely to have important implications in monitoring the spread of drug resistance among genital mycoplasmas. 
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