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Abstract: 
The two p210BCR-ABL onco-protein isoforms, b2a2 and b3a2, formed by the head-to-tail fusion of p160BCR and p145ABL proteins, differ by a 25 amino acid insertion and a Glu903Asp substitution between b2a2 and b3a2. In silico modeling, using Psipred and ExPASy servers, was used to determine the secondary structural elements of these onco-protein isoforms. The structural elements of the two proteins were found to be different in the five -helices (25, ́, 26, 27 and 29) and nine β-strands (β12, β13, β15, β́, β17, β30, β̋, β34 and β35) which comprise the SH1, SH2, SH3and DNA-binding domains. 
