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TaZnF gene family confers drought tolerance in Wheat (Triticum aestivum L.)
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Abstract (300-word limit)
Drought is the major a-biotic stress that limit crop production especially of wheat. So, it is necessary to identify drought responsive wheat germplasm having drought responsive genes using different conventional and modern techniques. Many genes have been reported that respond to these stresses at transcriptional level. Among all these gene families, Zinc finger protein (ZFP) is one of biggest family of transcriptional factors in eukaryotes including plants and animals. There are 1940 transcription factors present in wheat which is classified into 56 families. 
Methodology and Theoretical Orientation:
In the present study, the plant material was comprised of six wheat F2 populations, their parents, three elite lines and two check varieties (Chakwal-50 and Kohistan-97). The plant material was grown in the field under normal and water deficit condition. Morphometric traits were noted at appropriate time. Sequences of TaZnF genes were downloaded from various genomic databases and analyzed bioinformatically to construct phylogeny.
Findings:
The results suggested that traits like leaf area, tillers per plant, 100 grain weight, and yield per plant can be used as selection criteria for identification of drought tolerance accessions. Phylogenetic tree of TaZnF family includes some members showing maximum sequence similarity and distributed into two clear groups (C2H2 and DOF) (Fig 1). The same sequences of TaZnF proteins were subjected to MEME server for analysis of conserved domain and 12 and 25 domains have been identified for Dof and C2H2 zinc finger family respectively (Fig 2). TaZnF homologs of drought responsive ZnFs were analyzed for their polymorphism in the wheat plant material and only ZFP-2 and DOF-8 were annealed and amplified.
Conclusion and Significance:
The AtZFP2 gene involved in alteration of floral morphology and induced by onset of abiotic stresses (Drought and salinity) in Arabidopsis thaliana (Chen et al., 2011), as it has homology with TaZFP2 so, it may have the same function in Triticum aestivum.
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