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Abstract 

Polycystic Ovary Syndrome (PCOS) is a 
heterogenous endocrine disorder affecting 5 to 15% 
females of reproductive age. PCOS is characterized 

by hirsutism, chronic anovulation, 
hyperandrogenism, insulin resistance, infertility and 
risk of type 2 diabetes. Genetically distinct PCOS 

women and controls, 288 each, were selected on the 
basis of their Body Mass Index (BMI) and degree of 

obesity. These subjects were analyzed by real time 
PCR and direct sequencing to determine the 
potential biomarkers associated with the syndrome. 

This study identified new single nucleotide 
polymorphisms (SNPs) associated with the onset of 

PCOS in Pakistani women. The various miRNAs 
seems to be potential regulators of various gene 
expressions in PCOS and its related reproductive 

disorders. This raises the vision of using miRNAs as 
disease biomarkers and therapeutic tools to treat 

PCOS. Identification of miRNAs lessens the health 
care cost and improves the work productivity of 
PCOS females. Various risky health phenomenons in 

relation to PCOS may triggered by plasma micro 
RNA (miRNAs) which possibly, could be changed 

by therapeutic techniques used for PCOS.
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Figure: Validation of microRNA expression by qRT–PCR analysis from 
w omen w ith PCOS and control. MicroRNA expression data are presented 

as fold change relative to the control. Data are represented by scatter plots. 
The line represents the median value. The p-values w ere calculated by the 
Mann–Whitney U-test. Red indicates married w omen w ith PCOS, yellow  

unmarried w omen w ith PCOS and green indicates control. 
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