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Abstract (300 word limit)
Background: 
Polygenic risk score (PRS) is a number derived from summing the weighted effects of single nucleotide polymorphisms (SNPs) linked to an increased risk of disease. SNPs associated with increased risk derive from Genome-Wide Association Studies (GWAS) that have compared large cohorts of PD patients to controls to determine which genetic loci are associated with PD.  In Parkinson’s Disease (PD), higher PRS has been associated with faster motor and cognitive decline [1]. However, the extent to which cortical brain changes in PD patients are associated with PRS has not been reported in the literature. This is an exploratory study to determine if there is evidence for such a correlation that warrants further investigation. 
Method:
Data collected using a 3-Tesla scanner from 30 PD patients (Mean age 59 ± 9.14, Mean disease duration 12y ± 5y, Mean UPDRS-III 22.81 ±9.53). Patients’ blood samples underwent whole genome sequencing with the Illumina HiSeq Z10 platform, and PRS were calculated using the latest PD GWAS that included 90 signals at 78 different loci [2]. After quality control, image processing was performed using Freesurfer and Qdec (Covariate: PRS score, Nuisance factors: age, disease duration). Correction for multiple comparisons was performed (FDR=0.05). 
Results:
[bookmark: _GoBack]Initially, the left supramarginal gyrus of 24 patients was found to show significant cortical thickening (corrected t-value= 5.7207). However, it did not remain significant when 6 additional patients were added. With a new total of 30 PD patients, no region survived the correction for multiple comparisons.
Conclusion:
The sample size of this study might be too small to establish a significant relationship between the cortical thickness in PD patients and their PRS score; however, this pilot study presents a proof of concept. Further exploration of the impact of PRS on brain morphometry is warranted. 
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