[image: C:\Users\Meddy\Desktop\IMG_20170104_124410.jpg][image: ]


Title: Morphological and molecular characterization of pouched paramphistomes from Southern Africa

                                            Name: Madeline Sibula

                     National University of Science and Technology, Bulawayo, Zimbabwe

[bookmark: _GoBack]Paramphistomes are digenetic trematodes that affect both domestic and wild ruminants and result in major economic losses. Classification of these parasites has always been met with considerable confusion and as a result, some taxonomists suggest re-classification. There are over 70 species of paramphistomes and classification based on morphological characteristics entails cumbersome histological sectioning to reach internal features used as keys by some taxonomists. Of late, molecular tools are being utilised to aid in classification and taxonomic studies. Molecular tools must be matched as accurately as possible with traditional tools in order to be able to identify parasites of this nature. The study was aimed at describing two adult pouched paramphistome isolates of cattle from different localities using morphological and molecular characteristics. On each isolate, histological sectioning was done, DNA extracted and the ITS 2 region amplified and sequenced. Histological sections revealed one isolate from Zambia to be Stephanopharynx compactus, a paramphistome with a perculiar pharyngeal pouch belonging to the Stephanopharyngidae family. Another isolate from Botswana was identified through histological sectioning as Camyerius dollfusi a paramphistome with a ventral pouch belonging to the Gastrothylacidae family. C. dollfusi was distinguished from other Camyerius spp. using the genital atrial key. The ITS 2 sequences of these parasites were matched with other sequences on Blast N. Although the two paramphistomes matched closely with other parasites, the distinct morphological characteristics made it possible to separate them from the other paramphistomes. The sequences were then submitted to the Genbank and accession numbers were assigned. This is the first report of the molecular characteristics of S. compactus (KP639630) and C. dollfusi (KP639636). Phylogenetic analysis of these two paramphistomes with seven other Calicophoron microbothrium isolates from different regions separated them into three distinct clusters of species. This shows that the ITS region can be used to infer accurate taxonomic groupings in paramphistomes. 
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