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In-silico study on the tumour suppressority effect on hsa-miR-142-3p in breast cancer
[bookmark: _GoBack]Aghayan. Aria1, Balmeh. Negar2, Azadeh. Mansoureh3. Mirzaei. Hanieh4, Mohammadi. Shaghayegh5, Janghorbani. Negin6, Zamani Pozveh. Leila7  

1- 7 Zist Fanavari Novin Biotechnology Institute, Isfahan, Iran


Abstract 

One of the mortality factors in this century between whole women is breast cancer. The World Health Organization (WHO) reckons that breast cancer is one of the three lethal cancers. This cancer are caused by various factors, e.g. genetic including, life style and envirmental situations are reckoned its major factors. The breast cancer such as all types of cancers is caused by a mutation in patient genome. By the way, if a strategy or tact is thought which stop its continue or progress; it can be useful as drug in future. One of this strategies is usage of micro-RNA molecules (miRs). This very small molecules are caused stop agents expression of cancerous genes by vary mechanisms. In this researching letter by using available data analysis at various databases, such as miRTarbase, mirwalk2.0, NCBI, DAVID8.0, miRdSNP and mirnasnp is realized on possible and influential effects at hsa-miR-142-3p against breast cancer tumours suppression. This molecule infects on "WASL", "Jak-STAT", "Adherence Junction" and "Tights Junction" pathways which is inhibited cancerous pathways and tomurgencity suppression. According to the results, is focused on possible positional mutations which may stopped or enhanced right function of this miR. The mutation of Single Nucleotide Polymorphism (SNP) is called in this cancer rs575675, and studied at TMEM200B  gene that has a rich frequency in the world wide. The mutation is caused "reduced affinity" of seed part on miR which means that is carcinogenic mutation. At the end, by inclusive of this outputs could estimate that miR-142-3p would be a tumour suppressor which this mutation (rs575675) could be driven advancement and its relation with rs575675 in breast cancer.   
Keywords— Breast cancer, hsa-miR-142-3p, in silico study, TMEM200B gene
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