High variability of genetic pattern in giant clam (Tridacna maxima) populations within red sea coastal


Abdelwaheb BEN OTHMANE PhD, Tunisia 
[bookmark: _GoBack]University of Monastir. Tunisia
benothmentn@gmail.com

Abstract (300-word limit)
Information on the genetic population structure of endangered giant clams is important for conservation programs and the understanding of ecological and evolutionary processes. In this study, the genetic population structures of five populations of the giant clams, Tridacna maxima, from five coastal localities of the red sea in Saudi arabia were screened for a fragment of the cytochrome c oxidase I gene.
Methodology and Theoretical Orientation:
Forty-four clam were collected from 5 localities. Analyses of sequence variation in a 685 bp segment of the mitochondrial cytochrome oxidase c subunit I(cox1) gene revealed low nucleotide diversity but high genetic diversity within populations (Hd D 0.84). 

Findings:
Eighteen haplotypes were identified and a noticeable genetic differentiation was found in all populations. However, genetic differentiation was not correlated with geographical separation 
Conclusion and Significance:
 Connectivity between populations, was relatively high, which could be explained by the high dispersal ability of the larval stage.  
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