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Abstract 
Background: In Mexico, recently emergent potential reservoirs for rabies virus (RABV) have been identified, such as white-nosed coatis (Nasua narica) and the non-previously described as rabies reservoir the skunk Mephitis macroura. Since 2000 to 2023, there have been six cases of human rabies transmitted by skunks. The presence of eight species of skunks is described, but the correct identification of these species has been a limitation to associate them with specific antigenic variants (V) and RABV lineages. Methods: A total of positive skunk samples (n=31) were diagnosed in the Rabies Laboratory of the Instituto de Diagnostico y Referencia Epidemiologicos (InDRE) and antigenic variants detected: V10 (South Baja California skunk), V8 (south central skunk), V1 (northern skunk), and Yucatan Sylvatic (Figure 1). Results: V10 is restricted to the state of SBC, while V1, from the terrestrial cycle, has subsequently settled in wild populations, whereas V8, of bat origin. Yucatan Sylvatic variant has been described in skunks, domestic cats, and dogs. Although skunks have been found to be a species with the potential to successfully maintain and transmit RABV, there is a lack of knowledge about the identity of the reservoir species in the country. The literature describes Spilogale putorius as the main RABV reservoir skunk species in Mexico, but the distribution of the species in the territory makes it unlikely. It must be some other species with a wider distribution in the country, as happened in the state of Nuevo Leon, where the main reservoir was believed to be Mephitis mephitis but Mephitis macroura was recently described. Conclusions: Correct taxonomic/molecular identification of the skunk species will be essential in understanding the dynamics of the RABV in skunk populations and the distribution of variants by region and host. Yucatan sylvatic variant and northern skunk V1 share a canine origin that make them prone to return to dogs, where the disease can easily become enzootic again.  Therefore, vaccination campaigns must continue to avoid the reintroduction from skunks to non-vaccinated dogs. The establishment of adequate control measures requires knowledge of the biological features of the emerging reservoir species of RABV in Mexico.
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Figure 1. Rabies virus antigenic variants detected in skunks in Mexico from 2000-2022.
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