[bookmark: _GoBack]
Carbapenem-resistant Acinetobacter baumannii spread in Amiens University Hospital, France
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Abstract (300 word limit)
Hospital-acquired infections with multi-drug resistant (MDR) bacteria, a common occurrence in this environmental setting, are a well-established public health concern. In Amiens University Hospital, as a preventive action to reduce the patient-to-patient and patient-staff transmissions, a systematic screening has been set up in at-risk units such as intensive care units to identify carriers of MDR bacteria. Carbapenem-resistant Acinetobacter baumannii (CRAB) is one of those MDR bacteria. This specific category of bacteria has even been put on top of the WHO list of so-called superbugs for which there is an urgent need to find alternative treatments1.
Over the past two years, an increase in the number of CRAB carriers and infected patients has been witnessed with 21 (15 carriers + 6 infected) and 38 (23 carriers + 15 infected) patients identified in 2016 and 2017, respectively. CRAB carriages/infections peaked in the summer of each of these two years with small clusters developing in intensive care units and the digestive surgery unit in 2016 and in dermatology and one of the intensive care units in 2017. The genotypic characterisation of the antibiotic resistance for these strains showed that they all carried the OXA-23 carbapenemase and AmpC β-lactamase. Most of them also harboured the 16S rRNA ArmA methylase and some the TEM (5 strains) or the RTG2 (1 strain) β-lactamase. However, they all remained susceptible to colistin. In addition to the data generated by the epidemiological investigations led in the clinical units to search for a common source, the phylogenetic analysis (Rep-PCR/ERIC PCR, MLST sequencing2-3) of the isolated strains will help in defining whether this outbreak is linked with the spread of one or several clones of CRAB and in adapting hygienic recommendations accordingly.
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