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Abstract

Atherosclerosis is a multifactorial vascular inflammatory process; vessel wall inflammation is an important mechanism, responsible for initiation, progression, sclerosis, erosion, and rupture of atherosclerotic plaques. Chlamydia pneumoniae has been suggested as a possible etiologic agent for this inflammatory mechanism, it has been shown that C. pneumoniae infects human mononuclear cells, and transmigrate into circulation and infect endothelial cells by cell-to-cell transmission of C. pneumoniae.
The main objective of our study was to evaluate the association between C. pneumoniae and atherosclerosis in Moroccan patients by a case/control approach and strain genotyping.
 A total of 137 patients with cardiovascular diseases and 124 controls were recruited. Clinical data were recorded, blood samples were collected and 37 atherosclerotic plaques were obtained from patients subjected to surgery. C. pneumoniae DNA detection in peripheral blood mononuclear cells (PBMCs) and atherosclerotic plaques was performed by nested PCR. For strains molecular characterization, a second nested PCR was carried out to amplify a 366 bp fragment of the ompA variable domain 4 gene. PCR products were sequenced and sequences were processed by Seaview MUSCLE. Statistical analysis was done by SPSS. 
The Nested PCR results showed 54% and 18% respectively for positivity in case’s and control’s PBMCs and 86.5% in atheroma plaques, the difference being significant between the two groups (p<0.001, ORa=8,580, CI, 95% [3,273-22,491]). 
Sequencing of the detected strains showed more than 98% homology with human C. pneumoniae reference strains. However, the phylogenetic study and polymorphism analysis of C. pneumoniae sequences revealed various genotypes. The comparison between our strains and C. pneumoniae strains retrieved in GenBank showed an identity with human strains and some new genotypes were also detected.
Our case/control study revealed C. pneumoniae involvement in atherosclerosis; the genotyping showed identity between the detected strains and human strains circulating worldwide. However, some new strains were also revealed. 
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Our Case/control study confirms the association of Chlamydia pneumoniae in atherosclerosis
process in Moroccan patients; the molecular characterization revealed that most Moroccan
Chlamydia pneumoniae strains are identical to those circulating worldwide.




