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Abstract

Circular RNAs (circRNAs) are a class of single-strand RNAs that are
formed through the back splicing process meaning the joining of a
downstream 5' splice site of one exon to an upstream 3’ splice site
of another axon via a covalent bond. This feature of circRNAs
protects them from exonucleases-mediated degradation, making
them highly stable compared to linear mRNAs. Therefore, they are
increasingly recognized as novel biomarkers for various diseases,
including cancer. In general, four mechanisms have been proposed
for the actions of circRNAs. circRNAs exert their functions by
sponging microRNAs (miRNAs), sponging or scaffolding proteins,
regulating their host genes expression, and in some cases,
translating into functional proteins.

Epithelial
gynecologic cancer. CircRNAs play a major role in the regulation

ovarian cancer (EOC) is the deadliest types of
of EOC development. By acting as a tumor-promoting or
suppressing effector, they contribute to different hallmarks of EOC
such as proliferation, metastasis, and apoptosis. The most reported
role of circRNAs in EOC especially for circRNAs with tumor-
promoting action is sponging miRNAs. As they can sequester
miRNAs from their target genes by binding to miRNAs and
their thus the
downstream targets of miRNAs. Now, circRNAs are widely

interrupting interactions indirectly regulate
considered to be potential biomarkers or therapeutic targets
in EOC due to their ectopic expression in the tissues and patient

serum samples.
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Figure 1: Contribution of circRNAs to different hallmarks of EOC.
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