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Abstract (300 word limit)

Alzheimer’s Disease (AD), a disastrous neurodegenerative disorder associated with deposition of amyloid plaques and neurofibrillary tangles in hippocampus and cortex has been a dreadful disease since decades. Although crucial genetic factors like mutations in BACE1, PSEN1, APP etc., were explored so far there still exist a lacuna in the genetic predisposition. Enormous genetic literature available in the scientific world explored many Single Nucleotide Polymorphisms (SNPs) in the various genes associated with AD risk in different ethnicities. Nevertheless, inconsistencies were also observed in various studies for their association with AD in diverse ethnicities which impelled to conduct a systematic review and meta-analysis by comtemplating both published and unpublished literature irrespective of the language barrier. Initially a Boolean search strategy was built by considering all MeSH terms with respective to AD. All the case-control studies were retrieved from Pubmed, Cochrane, Proquest, EuropePMC, Grey literature (41 databases around the world) and HuGE navigator which yielded 2,04,351studies. An in-house inclusion and exclusion criteria for screening the extracted studies were constructed. All full text screening through inclusion and exclusion criteria resulted in 2,777 relevant studies. Critical appraisal was done for the selected studies in two stages i.e., New Castle Ottawa Scale (stage-1) and Q-Genie (stage-2) where 117 



studies were finally shortlisted for data extraction and systematic review.  Meta-analysis was performed only for the SNPs which were assessed in minimum two diverse ethnicities by two different reports.  23 SNPs corresponding to 15 genes were meta-analyzed which explored the association of 3 SNPs i.e., rs1801133 (MTHFR), rs7561528 (BIN1) and rs3865444 (CD33) with AD risk and 9 SNPs i.e., rs242557 (MAPT), rs3851179 (PICALM), rs3764650 (ABCA7), rs2651206 (TTBK1), rs2651206 (TTBK1), rs2651206 (TTBK1), rs11136000 (CLU), rs2075650 and rs157580 (TOMM40) with negative association of AD risk.
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