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Abstract 
Statement of the Problem: Endometriosis is a condition characterised by ectopic stroma and endometrial glands present outside of the uterus (1). It is one of the most common conditions that affect women of reproductive age, with an estimated 1 in 10 affected worldwide. 30-50% of women diagnosed with infertility suffer from endometriosis and similarly high numbers suffer pain that impacts their physical, social or mental health  (2). A growing body of research has shown the key role that hypoxia plays in the development of endometriosis (3). We wanted to identify biomarkers that would enable the earlier diagnosis of endometriosis and facilitate our understanding of how this difficult to diagnose and treat disease develops. Methodology & Theoretical Orientation: A systematic literature review (SLR) was performed using the terms “endometriosis AND hypoxia”. We identified primary observational studies that had investigated the effect of hypoxia (2% oxygen) on gene expression in healthy compared with diseased tissue (endometriosis). Searches of four/five databases (PubMed, CINAHL/Medline, Web of Science, Scopus) identified 2302 articles (Figure 1) that were screened against an inclusion criteria by two independent investigators. Findings: Of the 26 articles that met the inclusion criteria, 40 genes and their products showed differential expression in hypoxic conditions (2% oxygen) in diseased compared to healthy tissue. Conclusion & Significance: The SLR allowed the identification of a short list of genes and their products that were differentially expressed between endometriosis and healthy tissues in the presence of hypoxia. We will now compare this list of gene products to gene products that are differentially expressed between healthy and diseased tissue in the presence and absence of hypoxia in an in vitro model of early stage endometriosis. This will help to prioritise the gene products that can act as early biomarkers of endometriosis for further analysis.  

Figure 1. Flow chart representing the steps performed in the systematic literature review (SLR). The SLR was performed in accordance with Preferred Reporting Items for Systematic Review (PRISMA) guidelines (4,5). Articles were identified through a search of four/five databases and articles that met the inclusion criteria led to the identification of 40 genes and proteins whose expression is altered in endometriosis when compared healthy tissue in the presence of hypoxia.  
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