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Abstract:
Poultry, a domesticated bird breed, includes chickens, turkeys, ducks, geese, and guinea fowl. Chickens make up 63% of all bird breeds, and in developing nations like Pakistan, the poultry industry generates 1.3% of the country's GDP, providing a sustainable income source. More than 28,000 farms, 352 hatcheries, and 150 feed mills are operational in the country. Poultry producers face significant challenges from infectious diseases such as Newcastle disease, Escherichia coli infection, coryza, bronchitis, coccidiosis, enteritis, fowl pox, salmonellosis, hydro pericardium syndrome, and Avian Influenza. Newcastle disease, a highly contagious viral illness in chicken, is caused by virulent strains of the Newcastle disease virus, also known as avian paramyxovirus1, that harm the digestive tract and central nervous system. Newcastle disease is a significant viral illness affecting poultry worldwide, causing significant morbidity and mortality. Signs include tremors, ataxia, torticollis, and paralysis of wings and legs, with gross lesions including hemorrhagic intestinal lesions and typical hemorrhages. The study aimed to isolate and identify Newcastle disease virus (NDV) by haemagglutination (HA) assay and Real time-polymerase chain reaction (RT-PCR) targeting Fusion (F) gene of NDV. Virus was isolated from pooled samples of intestinal tissues, lungs, trachea and spleen in embryonated specific-pathogen-free (SPF) chicken eggs by chorioallantoic membrane method. For the isolation of virus samples were collected from 31 (22 broilers and 9 layers) clinically positive broilers and layer at postmortem. In the present study the samples were collected from 31 birds. Out of total, 16 samples were found positive both on isolation and HA tests. The 16 HA positive samples were confirmed though RT-PCR by the production of 204bp amplicon of F gene. By summarizing the results, it was concluded that the awareness about NDV and vaccination is not as much as required and the potency of available vaccine is questionable as there are reports of outbreaks in commercial poultry farms instead of timely vaccination. It is therefore, further suggested that vaccines from the local field isolate is dire need of the day and a comprehensive workout is needed.  
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